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77 cases detected between 2002-2026 – over 7 million rapid tests
On average detection of 1 case required 92 522 tests

BSE in Poland
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atypowe BSE klasyczne BSE

Classical BSE: 61 (79%)
Atypical BSE: 16 (21%)

2002-2010: 60 classical BSE cases comprised 86% of all cases (60/70)
2011-2026:   6 atypical BSE  cases comprised 86% of all cases (6/7)

BSE in Poland

2024



Atypical BSE L type
case #72 – 02.2012, 98 months

1 test =  0.592 O.D.
retest = 0.777; 0.843; 0.741; 0.823 O.D.

5 min10 min

Case #72                         C-type +ve control



Atypical BSE L type
Case #73 – 02.2012, 208 months

15 sec
1 test =  3.476 O.D.
retest = 3.474; 3.490 O.D.

D/M ratio

L-type 1.1-1.2
C-type 1.9-2.6

Case #73                    C-type +ve control



Atypical BSE L type
Case #77 – 15.05.2024, 69 months

rapid test >3.0 O.D.; exposure – 5 min

Case #77                    classical BSE



Atypical BSE H type
Case #68 – 04.2009, 171 months

Case #68              C-type +ve control
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BSE in Europe in 2024-2025

Clinical suspect (previous case – 2024)



Mean age of atypical BSE in EU
155 months
(range 97 – 253)

Almost all atypical BSE cases were diagnosed > 8 yrs
Mean age: Poland –148 months

Exceptions: 
2 cases in Spain (83, 90 m.)
1 imported case
in Switzerland (78 m)
Last case in Poland –
69 m.

Europe, 2015–2024 (n = 55 cases)

EFSA AHAW Panel (EFSA Panel on Animal Health and Welfare), 

Nielsen, S. S., Alvarez, J., Boklund, A., Dippel, S., Dórea, F., Figuerola, 

J., Herskin, M. S., Michel, V., Miranda Chueca, M. A., Nannoni, E., 

Riber, A. B., Stahl, K., Stegeman, J. A., Thulke, H.-H., Tuyttens, F., 

Winckler, C., Arnold, M., Ducrot, C., … Nonno, R. (2026). Possible 

alignment of the EU BSE surveillance with the new WOAH 

provisions. EFSA Journal, 24(4), e10044. 

https://doi.org/10.2903/j.efsa.2026.10044
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BSE birth cohorts in Poland

29 yrs range 15 yrs range

Atypical Classical

Total feed ban
MBM ban for cattle



Differentiating Features

Classical BSE

Transmission
Meat-and-bone meal Spontaneous

Restriction in animal movements/import ban
YES                                                                           NO

Zoonosis
YES                                                                           NO?

Age
4-6 yrs above 8 yrs

Atypical BSE



Summary of BSE in Poland

Negligible BSE risk – 77 cases of which 16 are atypicals

92 510 test to detect 1 BSE case

No imported cases of BSE

Last classical BSE – 2012

Last atypical BSE – 2024

High precentage of atypical BSE compared to all cases (21%)

Predominance of L-type BSE in atypical BSE

Lack of vCJD in humans



Populations 280,000    63,500 

Scrapie in Poland
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140 scrapie cases were identified in years 2009-2025 (no cases in 2026)

101 were found in Polish flocks
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Scrapie cases in Poland

native imported

4 cases were diagnosed in goats (1 classical and 3 atypicals)



All Polish scrapie cases (except one) were classified as atypical
scrapie (NOR98) based on unique glycoprofile of prion protein
resistant to proteolysis in WB.

classical
1%

NOR98
99%

classical

NOR98

Native scrapie - 101

Classical 1

NOR98 100

Majority of them were found in fallen stock (85%). 
Mean age of Polish Nor98 cases was 97/90 months

for sheep and goats, respectively. 



46%
54%

classical

NOR98

Imported scrapie - 39

Classical 18

NOR98 21

SK 18 atypical

NL 1 atypical

HU 2 atypical

ES 1 classical

RO 15 classical

SK 2 classical



The PRNP genotype frequencies [%] in atypical (AS) and 
classical (CS) scrapie cases
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The most frequent genotypes in AS 
sheep:
• ALRR/ALHQ (30.2%)
• ALRR/AFRQ (18.1%) 
• ALRR/ALRR (16.4%)
• 3 AS animals with genotype

ALRQ/ALRQ (2 Polish Merino
crossbreds and 1 Wielkopolska 
sheep)

The most frequent genotypes in CS 
sheep:
• ALRQ/ALRQ (27.8%)
• ALRQ/VLRQ (22.2%) 
• ALRR/ALRQ (11.1%).
• 1 animal had genotype ALRR/ALRR 

(Turcana breed imported from 
Romania)

PRNP genotyping methods: 
- PRNP coding region sequencing
- SNP genotyping by real-time PCR

No genotyping results for one atypical scrapie case due to poor DNA quality. 

In atypical scrapie, the susceptibility is higher in individuals with the AHQ, AHQ/ARQ, 
and ARR genotypes along with homozygosity for phenylalanine at codon 141
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The PRNP allele frequencies [%] in AS and CS cases in sheep

• Allele VLRQ, connected with the highest susceptibility to classical scrapie was found in 5 
classical scrapie sheep and in one atypical scrapie case (AFRQ/VLRQ).

• Allele ALRR, associated with classical scrapie resistance, had frequency of 43.97% in 
atypical scrapie sheep and 22.22% in classical scrapie sheep.

• Allele AFRQ, connected with atypical scrapie, was observed in 29.31% of atypical scrapie
sheep and in 11.1% of classical scrapie sheep.

• Allele ALHQ  was observed in 47.41% of atypical scrapie sheep and in 0.47 % of classical
scrapie sheep.



The frequency [%] of genotypes
with respect to classical scrapie 

risk groups
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Other polymorphisms in 
PRNP gene observed in sheep

with scrapie

M112T
H143R
N176K
I185T
R211Q
P241S
E224K

Silent mutations:
R231R, L237L, L253L 

Low classical
scrapie risk

High classical
scrapie risk

R211Q

I185T

N176K

ARR/ARQ
ARR/AHQ
ARR/ARH

ARQ/ARQ 
ARQ/AHQ
ARQ/ARH
AHQ/AHQ
AHQ/ARH
ARH/ARH

ARR/ARR ARQ/VRQ



PRNP genotyping in goats diagnosed with scrapie 

• All 4 goats diagnosed with scrapie were 127G, 142I, 146N, 211R and 222Q 
homozygotes

• Other polymorphism identified in goats: R154H (2), D170Z (1), Q171R (1), 
S240P (1) and silent mutations P42P (1), S138S (1) and V169V (1)
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Allele 211Q reduced conversion rate of PrP. 
The alleles 146D, 146S and 222K confirmed a significant decrease in the conversion

rate and their potential protective role.
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